
 

35 
 

DAFTAR PUSTAKA 

 

[1] H. Fadhlurrahman, A. Khoirunnisa, and I. Kurniawan, “QSAR Model for 

Prediction PTP1B Inhibitor as Anti-diabetes Mellitus using Simulated 

Annealing-Support Vector Machine,” in 2022 International Conference on 

Data Science and Its Applications (ICoDSA), Bandung, Indonesia: IEEE, Jul. 

2022, pp. 109–113. doi: 10.1109/ICoDSA55874.2022.9862820. 

[2] I. Widyastuti and A. C. Wijayanti, “Hubungan Pengetahuan dan Sikap dengan 

Kualitas Hidup Penderita Diabetes Melitus Tipe 2 di Surakarta,” JKMI, vol. 

16, no. 3, p. 136, Sep. 2021, doi: 10.26714/jkmi.16.3.2021.136-147. 

[3] J. I. Lukito, “Antidiabetik Oral Kombinasi Penghambat DPP-4 dan 

Penghambat SGLT-2,” vol. 48, no. 12, 2021. 

[4] A. Musoev, S. Numonov, Z. You, and H. Gao, “Discovery of Novel DPP-IV 

Inhibitors as Potential Candidates for the Treatment of Type 2 Diabetes 

Mellitus Predicted by 3D QSAR Pharmacophore Models, Molecular Docking 

and De Novo Evolution,” Molecules, vol. 24, no. 16, p. 2870, Aug. 2019, doi: 

10.3390/molecules24162870. 

[5] T. Okura et al., “Dipeptidyl peptidase 4 senyawa inhibitor improves insulin 

resistance in Japanese patients with type 2 diabetes: a single-arm study, a brief 

report,” Diabetol Metab Syndr, vol. 14, no. 1, p. 78, Dec. 2022, doi: 

10.1186/s13098-022-00850-9. 

[6] J. Cai et al., “Predicting DPP-IV senyawa inhibitors with machine learning 

approaches,” J Comput Aided Mol Des, vol. 31, no. 4, pp. 393–402, Apr. 

2017, doi: 10.1007/s10822 017-0009-6. 

[7] O. Hermansyah, A. Bustamam, and A. Yanuar, “Virtual Screening of DPP-4 

Inhibitors Using QSAR- Based Artificial Intelligence and Molecular Docking 

of Hit Compounds to DPP-8 and DPP-9 Enzymes,” Jun. 03, 2020. doi: 

10.21203/rs.2.22282/v2. 

[8] O. Hermansyah, A. Bustamam, and A. Yanuar, “Virtual screening of 

dipeptidyl peptidase-4 senyawa inhibitors using quantitative structure–activity 



 

36 
 

relationship-based artificial intelligence and molecular docking of hit 

compounds,” Computational Biology and Chemistry, vol. 95, p. 107597, Dec. 

2021, doi:10.1016/j.compbiolchem.2021.107597. 

[9] Reza Rendian Septiawan, Bambang Hadi Prakoso, and Isman Kurniawan, 

“DPP IV Inhibitors Activities Prediction as An Anti-Diabetic Agent using 

Particle Swarm Optimization-Support Vector Machine Method,” J. RESTI 

(Rekayasa Sist. Teknol. Inf.), vol. 6, no. 6, pp. 974–980, Dec. 2022, doi: 

10.29207/resti.v6i6.4470. 

[10] F. Tan, “Regression analysis and prediction using LSTM model and machine 

learning methods,” J. Phys.: Conf. Ser., vol. 1982, no. 1, p. 012013, Jul. 2021, 

doi: 10.1088/1742-6596/1982/1/012013. 

[11] N. Bacanin, T. Bezdan, E. Tuba, I. Strumberger, and M. Tuba, “Monarch 

Butterfly Optimization Based Convolutional Neural Network Design,” 

Mathematics, vol. 8, no. 6, p. 936, Jun. 2020, doi: 10.3390/math8060936. 

[12] A. F. Karimah, A. M. Afinda, and I. Kurniawan, “IMPLEMENTATION OF 

SMILES2VEC BASED LSTM OPTIMIZED BY MONARCH BUTTERFLY 

OPTIMIZATION ON PREDICTING DRUG SIDE EFFECTS CASE STUDY 

OF BLOOD AND LYMPHATIC SYSTEM DISORDERS,” Telkom 

University, 2023. 

[13] Y. Yu, X. Si, C. Hu, and J. Zhang, “A Review of Recurrent Neural Networks: 

LSTM Cells and Network Architectures,” Neural Computation, vol. 31, no. 7, 

pp. 1235–1270, Jul. 2019, doi: 10.1162/neco_a_01199. 

[14] P. K. Dey et al., “Fragment-based QSAR study to explore the structural 

requirements of DPP-4 senyawa inhibitors: a stepping stone towards better 

type 2 diabetes mellitus management,” SAR and QSAR in Environmental 

Research, vol. 35, no. 6, pp. 483–504, Jun. 2024, doi: 

10.1080/1062936X.2024.2366886. 

[15] C. W. Kencana, E. B. Setiawan, and I. Kurniawan, “Hoax Detection on Twitter 

using Feed-forward and Back-propagation Neural Networks Method,” Vol ., 

vol. 4, no. 4, 2020. 


