References

[1] F. Alharbi and A. Vakanski, “Machine Learning Methods for Cancer Classification Using Gene Expression
Data: A Review,” Bioengineering, vol. 10, no. 2, 2023, doi: 10.3390/bioengineering10020173.

[2] A.Sharma et al., “Molecular Aspects and Therapeutic Implications of Herbal Compounds Targeting
Different Types of Cancer,” Molecules, vol. 28, no. 2, 2023, doi: 10.3390/molecules28020750.

[3] R.L.Siegel, K. D. Miller, N. S. Wagle, and A. Jemal, “Cancer statistics, 2023,” CA. Cancer J. Clin., vol.
73, no. 1, pp. 17-48, 2023, doi: 10.3322/caac.21763.

[4] R.E.A. Gutteridge, M. A. Ndiaye, X. Liu, and N. Ahmad, “Plk1 inhibitors in cancer therapy: From
laboratory to clinics,” Mol. Cancer Ther., vol. 15, no. 7, pp. 14271435, 2016, doi: 10.1158/1535-
7163.MCT-15-0897.

[5] D.T.Debela et al., “New approaches and procedures for cancer treatment: Current perspectives,” SAGE
Open Med., vol. 9,2021, doi: 10.1177/20503121211034366.

[6] Garima, S. Sharma, J. Sindhu, and P. Kumar, “QSAR study of tetrahydropteridin derivatives as polo-like
kinase 1(PLK1) Inhibitors with molecular docking and dynamics study,” SAR OSAR Environ. Res., vol. 34,
no. 2, pp. 91-116, 2023, doi: 10.1080/1062936X.2023.2167860.

[7] Z.Liu, Q. Sun, and X. Wang, “PLK1, A potential target for cancer therapy,” Transl. Oncol., vol. 10, no. 1,
pp. 22-32, 2017, doi: 10.1016/j.tranon.2016.10.003.

[8] C.Huang et al., “Machine learning predicts individual cancer patient responses to therapeutic drugs with
high accuracy,” Sci. Rep., vol. 8, no. 1, pp. 2-9, 2018, doi: 10.1038/s41598-018-34753-5.

[9] E. Rashedi, E. Rashedi, and H. Nezamabadi-pour, “A Comprehensive Survey on Gravitational Search
Algorithm,” pp. 1-54.

[10] S. Duman, U. Giiveng, Y. Sénmez, and N. Y oriikeren, “Optimal power flow using gravitational search
algorithm,” Energy Convers. Manag., vol. 59, no. September 2017, pp. 8695, 2012, doi:
10.1016/j.enconman.2012.02.024.

[11] S. Nagpal, S. Arora, S. Dey, and S. Shreya, “Feature Selection using Gravitational Search Algorithm for
Biomedical Data,” Procedia Comput. Sci., vol. 115, pp. 258-265, 2017, doi: 10.1016/j.procs.2017.09.133.

[12] M. Hussain, S. K. Wajid, A. Elzaart, and M. Berbar, “A comparison of SVM kernel functions for breast
cancer detection,” Proc. - 2011 8th Int. Conf. Comput. Graph. Imaging Vis. CGIV 2011, no. January 2017,
pp. 145-150, 2011, doi: 10.1109/CGIV.2011.31.

[13] Y. I A. Rejani and S. T. Selvi, “Early Detection of Breast Cancer using SVM Classifier Technique,” vol. 1,
no. 3, pp. 127-130, 2009, [Online]. Available: http://arxiv.org/abs/0912.2314

[14] S. Huang, C. A. 1. Nianguang, P. Penzuti Pacheco, S. Narandes, Y. Wang, and X. U. Wayne, “Applications
of support vector machine (SVM) learning in cancer genomics,” Cancer Genomics and Proteomics, vol.
15, no. 1, pp. 41-51, 2018, doi: 10.21873/cgp.20063.

[15] H. Wang, B. Zheng, S. W. Yoon, and H. S. Ko, “A support vector machine-based ensemble algorithm for
breast cancer diagnosis,” Eur. J. Oper. Res., vol. 267, no. 2, pp. 687-699, 2018, doi:
10.1016/j.ejor.2017.12.001.

[16] R.F. Chang, W. J. Wu, W. K. Moon, Y. H. Chou, and D. R. Chen, “Support vector machines for diagnosis
of breast tumors on US images,” Acad. Radiol., vol. 10, no. 2, pp. 189-197, 2003, doi: 10.1016/S1076-
6332(03)80044-2.

[17] F. Rahman, K. M. Lhaksmana, and I. Kurniawan, “Implementation of Simulated Annealing-Support Vector
Machine on QSAR Study of Fusidic Acid Derivatives as Anti-Malarial Agent,” 6¢h Int. Conf. Interact.
Digit. Media, ICIDM 2020, no. Icidm, pp. 8—11, 2020, doi: 10.1109/ICIDM51048.2020.9339632.

[18] G. Hayder, I. Kurniawan, and H. M. Mustafa, “Implementation of machine learning methods for
monitoring and predicting water quality parameters,” Biointerface Res. Appl. Chem., vol. 11, no. 2, pp.
9285-9295, 2021, doi: 10.33263/BRIAC112.92859295.

12



