
Jurnal Tugas Akhir Fakultas Informatika Juni-2023 

19 

 

 

DAFTAR PUSTAKA 

[1] R. Joddy Sutama Putra, A. Achmad, and H. Rachma Pramestutie, “Kejadian Efek Samping Potensial 

Terapi Obat Anti Diabetes Pada Pasien Diabetes Melitus Berdasarkan Algoritme Naranjo,” Pharm. 

J. Indones., vol. 2, no. 2, pp. 45–50, 2017, doi: 10.21776/ub.pji.2017.002.02.3. 
[2] Kementerian Kesehatan RI., “Infodatin tetap produktif, cegah, dan atasi Diabetes Melitus 2020,” 

Pusat Data dan Informasi Kementerian Kesehatan RI. pp. 1–10, 2020. 

[3] M. D. Purbolaksono, M. Irvan Tantowi, A. Imam Hidayat, and A. Adiwijaya, “Perbandingan 

Support Vector Machine dan Modified Balanced Random Forest dalam Deteksi Pasien Penyakit 

Diabetes,” J. RESTI (Rekayasa Sist. dan Teknol. Informasi), vol. 5, no. 2, pp. 393–399, 2021, doi: 

10.29207/resti.v5i2.3008. 
[4] A. Neu et al., “Diagnosis, Therapy and Follow-Up of Diabetes Mellitus in Children and 

Adolescents,” Exp. Clin. Endocrinol. Diabetes, vol. 127, no. Suppl 1, pp. S39–S72, 2019, doi: 

10.1055/a-1018-8963. 

[5] E. C. Kaizer, C. L. Glaser, D. Chaussabel, J. Banchereau, V. Pascual, and P. C. White, “Gene 

expression in peripheral blood mononuclear cells from children with diabetes,” J. Clin. Endocrinol. 

Metab., vol. 92, no. 9, pp. 3705–3711, 2007, doi: 10.1210/jc.2007-0979. 

[6] G. M. Bressan, B. C. F. de Azevedo, and R. M. de Souza, “A fuzzy approach for diabetes mellitus 

type 2 classification,” Brazilian Arch. Biol. Technol., vol. 63, 2020, doi: 10.1590/1678-4324- 

2020180742. 

[7] D. Jashwanth Reddy et al., “Predictive machine learning model for early detection and analysis of 

diabetes,” Mater. Today Proc., no. xxxx, 2020, doi: 10.1016/j.matpr.2020.09.522. 

[8] J. L. Harding, M. E. Pavkov, D. J. Magliano, J. E. Shaw, and E. W. Gregg, “Global trends in 

diabetes complications: a review of current evidence,” Diabetologia, vol. 62, no. 1, pp. 3–16, 2019, 

doi: 10.1007/s00125-018-4711-2. 
[9] WHO, “Global Report on Adult Learning Executive Summary,” World Organ. Heal., p. 3, 2016. 

[10] R. C. Deo, “Machine learning in medicine,” Circulation, vol. 132, no. 20, pp. 1920–1930, 2015, doi: 

10.1161/CIRCULATIONAHA.115.001593. 

[11] J. H. Thrall et al., “Artificial Intelligence and Machine Learning in Radiology: Opportunities, 

Challenges, Pitfalls, and Criteria for Success,” J. Am. Coll. Radiol., vol. 15, no. 3, pp. 504–508, 

2018, doi: 10.1016/j.jacr.2017.12.026. 

[12] A. P. Angulo, “Gene selection for microarray cancer data classification by a novel rule-based 

algorithm,” Inf., vol. 9, no. 1, 2018, doi: 10.3390/info9010006. 

 

 

[13] L. Prokhorenkova and A. Kolpakov, “G Raph - Based N Earest N Eighbor S Earch,” vol. 55, no. 2, 

2022. 

[14] F. N. Auliah, A. Lawi, S. A. Thamrin, and E. Budiman, “Selection of Informative Genes to Classify 

Type 2 Diabetes Mellitus using Support Vector Machine,” 5th Int. Conf. Comput. Eng. Des. ICCED 

2019, pp. 0–4, 2019, doi: 10.1109/ICCED46541.2019.9161111. 
[15] R. Haritha, D. S. Babu, and P. Sammulal, “A hybrid approach for prediction of type-1 and type-2 

diabetes using firefly and cuckoo search algorithms,” Int. J. Appl. Eng. Res., vol. 13, no. 2, pp. 896– 

907, 2018. 

[16] S. B. Garga, A. K. Mahajanb, and ..., “An approach for diabetes detection using data mining 

classification techniques,” Int. J. …, vol. 6913, no. 63019, pp. 202–218, 2017. 
[17] Ramdaniah, A. Lawi, and S. Syarif, “Performance evaluation of naive Bayes and support vector 

machine in type 2 Diabetes Mellitus gene expression microarray data,” J. Phys. Conf. Ser., vol. 1341, 

no. 4, 2019, doi: 10.1088/1742-6596/1341/4/042018. 

[18] S. Sayed, M. Nassef, A. Badr, and I. Farag, “A Nested Genetic Algorithm for feature selection in 

high-dimensional cancer Microarray datasets,” Expert Syst. Appl., vol. 121, pp. 233–243, 2019, doi: 

10.1016/j.eswa.2018.12.022. 
[19] M. S. Othman, S. R. Kumaran, and L. M. Yusuf, “Gene selection using hybrid multi-objective 

cuckoo search algorithm with evolutionary operators for cancer microarray data,” IEEE Access, vol. 

8, pp. 186348–186361, 2020, doi: 10.1109/ACCESS.2020.3029890. 

[20] R. Balamurugan, A. M. Natarajan, and K. Premalatha, “A New Hybrid Cuckoo Search Algorithm for 

Biclustering of Microarray Gene-Expression Data,” Appl. Artif. Intell., vol. 32, no. 7–8, pp. 644–659, 

2018, doi: 10.1080/08839514.2018.1501918. 

[21] H. Alshamlan, H. Bin Taleb, and A. Al Sahow, “A Gene Prediction Function for Type 2 Diabetes 

Mellitus using Logistic Regression,” 2020 11th Int. Conf. Inf. Commun. Syst. ICICS 2020, pp. 38–41, 

2020, doi: 10.1109/ICICS49469.2020.239549. 

[22] A. M. Posonia, S. Vigneshwari, and D. J. Rani, “Machine learning based diabetes prediction using 

decision tree J48,” Proc. 3rd Int. Conf. Intell. Sustain. Syst. ICISS 2020, pp. 498–502, 2020, doi: 



Jurnal Tugas Akhir Fakultas Informatika Juni-2023 

20 

 

 

10.1109/ICISS49785.2020.9316001. 
[23] X. Yang, S. Deb, and A. C. B. Behaviour, “Cuckoo Search via L ´ evy Flights,” pp. 210–214, 2009. 

[24] I. Journal and C. Engineering, “Optimal Reactive Power Scheduling Using Cuckoo Search 

Algorithm,” doi: 10.11591/ijece.v7i5.pp2349-2356. 

[25] F. S. Jumeilah, “Penerapan Support Vector Machine (SVM) untuk Pengkategorian Penelitian,” J. 

RESTI (Rekayasa Sist. dan Teknol. Informasi), vol. 1, no. 1, pp. 19–25, 2017, doi: 

10.29207/resti.v1i1.11. 

 

  


