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Abstract 
Cancer is a deadly disease. Quoting information from the Ministry of Health of the Republic of Indonesia                 
in 2017 nine million people died from cancer. Therefore we need a method to detect cancer, one of which                   
is by gene expression. Microarray is a technique of gene expression. Microarray itself has many features,                
many of these features are not always related to the problem being faced. So we need a dimension                  
reduction technique to select features that correspond to the problem being faced. 
In this final project a dimension reduction technique will be used using the Minimum Redundancy               
Maximum Relevance which will then be abbreviated as MRMR. The Classifier that will be used is                
Random Forest, where this technique creates several trees to classify data and then will vote for the most                  
results. The MRMR equation used is FCD and FCQ because the data used is continuous. After the                 
process done, the result from classify microarray data using FCQ is 83.87% and with FCD 61.29%  
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