
Daftar Pustaka 

 

[1]  World Health Organization.2018.World Health Organization Cancer.[Online]. Available at: 

http://www.who.int/mediacentre/factsheets/fs297/en/index.html.[Accessed 11 October 2018]. 

[2]  W.-K. Yip, S. B. Amin dan C. Li. 2011. Handbook of Statistical  Chapter 10 A Survey of Classification 

Techniques.London:Springer. 

[3]  Aydadenta, H dan Adiwijaya.2018.On the classification techniques in data mining for. Bandung. 

International Conference on Data and Information Science:1-9  

[4] 

 

[5] 

[6] 

 

Chormungea, Smita dan Sudarson, Jenab.2017. Correlation based feature selection with clustering for 

highdimensional data.INDIA. Journal of Electrical Systems and Information Technology: 542-549  

Maimon, O dan Rokach, L.2010.Data Mining and Knoledge Discovery Handbook 2nd.London: Springer. 

 

Wout, M dan Elena ,M dan Peter, L.2010.Relief-based feature selection in bioinformatics: detecting 

functional specificity residues from multiple sequence alignments.Nijmegen. Radboud University 

Nijmegen 

 

[7] Gordon, G, J dan Jensen, R, V dan Hsiao, L,-L, et al.2002. Translation of microarray data   into clinically 

relevant cancer diagnostic tests using gene expression ratios in lung cancer and mesothelioma.Cancer 

Research: 4963–4967. 

[8] Witten, Ian, H dan Eibe, frank dan Hall, Mark A.2011.Data Mining: Practical Machine Learning Tools and 

Techniques, 3rd ed., Asma Stephan and Burlington, Eds.United States of America.Morgan Kaufmann. 

 

[9] Irawan Danang Aji, dan Abdurahman Z K, dan Perdana Erda Guslinar.2011. Analisis dan Implementasi 

Algoritma ReliefF untuk Feature Selection pada Klasifikasi Dataset Multiclass.Bandung.Fakultas 

Informatika Institut Teknologi Telkom.1-4 

 

[10]  Diani Rima, dan Wisesty Untari Novia, dan Aditsania Annisa.2017. Analisis Pengaruh Kernel Support 

Vector Machine (SVM) pada Klasifikasi Data Microarray untuk Deteksi Kanker.Universitas Telkom.1-8 

[11] Vapnik, V. (1998). Statistical learning theory (1st ed.). John Wiley and Sons,  Inc., Hoboken, New 

Jersey. 

[12] Brown, M. et al. (Jan 2000). Knowledge-based analysis of microarray gene expression data by using 

support vector machines. Proceedings of the National Academy of Sciences of the United States of 

America, 97(1), 262–267.  

[13] Hall, M.A.: Correlation-based feature selection for discrete and numeric class machine learning. In 

Proceedings of the 17th Intl. Conf. Machine Learning (2000) 359-366. 

[14] Breiman, L., Friedman, M., Stoner, M., Olshen, M.:Classification and Regression Tree. John Wiley and 

Co (1984) 

[15] Bolon-Canedo V, dan Sanchez – Marono N, dan Alonso – Betanzos A.2015.Distributed feature 

selection: An application to microarray dataclassification. University of A Coru˜na, 15071 A 

Coru˜na,Spain.Elsevier.136-150. 

[16] Yahya, A., A., dan Osman, A., dan Ramli, Abd., R. dan Balola, A.2011. Feature Selection for High 

Dimensional Data: An Evolutionary Filter Approach. University Putra Malaysia. Journal of Computer 

Science.800-820. 

 


